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Microfluidics Instrument for Tumor Cell Isolation

from Whole Blood
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difficulty of obtaining tumor material, there i1s an urgent need to be able to
evaluate circulating biomarkers of CRPC for clinical management of the

Its Association with Poor Prognosis

piked prostate cancer cells in 4 independent experiments.
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Results of Preclinical Validation Studies
Objective: In order to assess biomarkers that may influence the
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studv showed that 73% CRPC patients positive for EDCAM. and onl . . . function domains of wild type androgen receptor in comparison with the truncated protein

y o LRFL P P P ’ only molecular profiling of the samples. C. Bar chart showing the average transcript levels of domai ¢ th | ARV (bott D AR e tad with I
about half of the EpCAM-positive CRPC cases were PSA or AR positive. AR, PSA and GAPDH in these samples. / omains of the novel ARv (bottom). D. AR, positive Is associated with poor overa
Our results showed that positive detection of AR or PSA, but not EpCAM is _ o survive of CRPC patients (p<0.0001, by Log-rank test).
statistically associated with poor prognosis of the CRPC patients. It Is Detection of Gene Specific Transcripts from

Interesting that while there is a strong association between AR and PSA
expression iIn CTC samples, there is no correlation between AR or PSA
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transcripts In CTCs and serum PSA protein levels in CRPC patients. Very A B C
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